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Polipeptidines grandines
struktura

Polipeptidiné grandine

Lehninger 1998, II leidimas, Linus Pauling & Corey, 193x (30-ji metai);
182 ps. (vok. k.) Rentgenostrukturinés analizés duomenys


http://en.wikipedia.org/wiki/Peptide_bond
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Ramadandrano diagrama

Ramachandran Plot
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Lenardo-Dzonso potencialai
(Lennard-Jones potential)
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http://en.wikipedia.org/wiki/Lenard-Jones_potential


http://en.wikipedia.org/wiki/Lenard-Jones_potential

Amino rugsciy tipai

Nerive cogagiy  blasiflacia
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Amino rugsciy tipai (2)
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Amino rugsciy tipai
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Repeat 4 LSVNAGGALKADKLSATGSR
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Model Crystal structure
(Kajava et al., 2001) (Clintin et al., 2004)

RMS deviation of C, atoms is 1.1 A

Sia skaidre maloniai pateiké/this slide was kindly provided by:
Dr Andrey Kajava

Group of Structural Bioinformatics and Molecular Modeling
Centre de Recherches de Biochimie Macromoléculaire, CNRS
Montpellier, FRANCE




Programos geometrijal
anhalizuoti

e Geometriné analizé, Ramacandrano
diagrama

- Procheck, Whatlf, WhatCheck, Coot, Pymol ...
 Antrinés struktaros priskyrimas
- DSSP, Stride
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